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Amendments to the Claims 
The status of the clanns is as follows: 

1 . (Currently Amended) A li^biidiMti o u assay genus-specific probe comprising 
a target binding region from at least 18 tcr35 bases in length that fiilly hybridizes to a target sequence 
present in target nucleic acid derived from Cryptosporidium organisms in a test sample under 
stringent conditions to form a probertaxget hybrid stable for detection, said target sequence being 
selected from the group consisting of SEQ ID N0:1, SEQ ID N0:2, SEQ ID NO:3 and SEQ ID 
N0:4, wherein said probe does not comprise a base region in addition to said target binding region 
that is capable of stably binding to said target nucleic acid under said conditions, and wherein said 
probe docs not hybridize to nucleic acid derived from a uon-Crypfosporidium organism in said test 
sample to form a probe:non-target hybrid stable for detection under said conditions. 

Claims 2-6 (Canceled) 

7. (Previously Presented) The probe of claim 1, wherein said probe contains at 
least two base regions that hybridize to each other when said probe is not hybridized to said target 
sequence under said conditions. 

8. (Previously Presented) The probe of claim 1 , wherein said probe comprises 
at least one base region that does not stably hybridize to nucleic acid derived from Cryptosporidium 
organisms under said conditions. 

9. Canceled 

10. (Original) The probe of claim I further comprising a detectable label. 
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1 1 . (Previously Presented) The probe of claim 7 further comprising a group of 
interacting labels, 

12. (Original) The probe of claim 11, wherein said interacting labels include a 
luminescent label and a quencher label. 

13. (Previously Presented) The probe of claim 1, wherein said target binding 
region includes at least one ribonucleotide modijSed to include a 2 -0-methyl substitution to the 
ribofuranosyl moiety. 

14. (Previously Presented) The probe of claim 1, wherein a pseudo peptide 
backbone joins at least a portion of the bases of said target binding region. 

15. (Previously Presented) The probe of claim 1, wherein said conditions 
comprise 50 mM succinic acid, 1% (w/v) LLS, 7.5 mM aldrithiol-2, 0.6 M LiCl, 1 15 mM liOH, 10 
mM EDTA, 10 mM EGTA, 1,5% (v/v) ethyl alcohol (absolute), pH to 4.7, and a test sample 
temperature of about 60 ""C 

1 6. (Currently Amended) The probe of claim 1 , wherein the base sequence of said 
target binding region is at least 80% perfectly complementary to the base sequence of said target 
sequence, 

17. Canceled 

1 8 . (Currently Amended) The probe of claim 1 , wherein the base sequence of said 
probe is fbtiy perfectly complementary to the base sequence of said target sequence. 
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19, (Currently Amended) A probe mix comprising said probe of claim 1 and a 
jfirst helper oligonucleotide from at least 18 tcr35 bases in length which tha; fii)1y hybridizes to a 
target sequence selected from the group consisting of SEQ ID N0:2I, SEQ ID NO:23, SEQ ID 
NO:25 and SEQ ID NO:27 under said conditions, 

20, Canceled 

21 , (Withdrawn) The probe mix of claim 1 9 further comprising a second helper 
oligonucleotide liAviiifi an at l e ast 10 contiguous base region wliich is at least 80% coniplcmcntaiy 
Lu an at least 10 contiguous base regi o n prcscul In a l a i gct sequence, wh er ein the at leagt \ ? ba?es 
in length that fully hybridizes to a target sequence of said sec o nd h e lp c i oligonucleotide is selected 
from the group consisting of SEQ ID NO:22, SEQ ID NO:24, SEQ ID NO:26 and SEQ ID NO:28. 

22, Canceled 

23, (Cimently Amended) An amphfication oligonucleotide for use in amplifying 
a nucleic acid sequence present in target nucleic acid derived from Cryptosporidium organisms, said 
amplification oligonucleotide comprising a target binding region from at least 18 to-46 bases in 
length whttsh that fully hybridizes to a target sequence selected from the group consisting of SEQ 
ID NO:48, SEQ ID NO:54, SEQ ID NO:60 and SEQ ID NO:66 under amplification conditions, 
wherein said amplification oligonucleotide does not comprise a base region in addition to said target 
binding region that is capable of stably binding to said target nucleic acid under said conditions, and 
wherein said amplification oligonucleotide optionally includes a 5' sequence that is recognized by 
an RNA polymerase or which enhances initiation or elongation by an RNA polymerase. 

Claims 24-32 (Canceled) 
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33. (Previously Presented) The amplification oligonucleotide of claijn 23, 
wherein said atnplification oligonucleotide includes said 5' sequence. 

34. (Previously Presented) The amplification oligonucleotide of claim 33, 
wherein said 5* sequence is a T7 promoter having the base sequence of SEQ ID NO:69. 

35. (Previously Presented) The amplification oligonucleotide of claim 23, 
wherein said amplification oligonucleotide contains at least two base regions that hybridize to each 
other when said amplification oligonucleotide is not hybridized to said target sequence under said 
conditions, 

36. (Previously Presented) The amplification oligonucleotide of claim 35 further 
comprising a group of interacting labels. 

37. (Previously Presented) The amplification oligonucleotide of claim 36, 
wherein said interacting labels include a luminescent label and a quencher label. 

Claims 38 and 39 (Canceled) 

40. (Currently Amended) The amplification oligonucleotide of claim 23, wherein 
the base sequence of said target binding region is fijHy perfe_ctly complementary to the base sequence 
of said target sequence. 

41, (Currently Amended) A set of amplification oligonucleotides for use in 
amplifying a nucleic acid sequence present in target nucleic acid derived fi^m Cryptosporidium 
organisms, said set of amplification oligonucleotides including first and second amplification 
oligonucleotides, whereinr said first amplification oligonucleotide is said amplification 

Page 6 of 25 



PAGE 14/33 ' RCVD AT 1M2004 $:35:50 PM [Eastern Standard Time^ 



DEC-06-2004' 02:33PM- FROM-Gen-Proba Incorporated - Patent Dept. +1 858 410 8928 T-405 P. 015/033 F-222 



REPLY Serial No- 09/954,695 

Atty. Docket No. GPn6-02.UT 

oligonucleotide of claim 23irtmd wherein said second amplification oligonucleotide comprises a 
target binding region firom at least 1 8 to-4d bases in length w fakh that fully hybridizes to a target 
sequence selected from the group consisting of SEQ ID NO:45, SEQ ID NO:46, SEQ ID N0:51, 
SEQ ID NO:52, SEQ ID NO:57, SEQ ID NO:58, SEQ ID NO:63 and SEQ ID NO:64 under 
amplification conditions, wherein said second amplification oligonucleotide does not comprise a 
base region in addition to said target binding region that is capable of stably binding to said target 
nucleic acid under said conditions, and wherein said second amplification oligonucleotide optionally 
includes a 5' sequence that is recognized by an RNA polymerase or that enhances initiation or 
elongation by an RNA polymerase, 

42. Canceled 

43. (Previously Presented) The set of amplification oligonucleotides of claim 
41, wherein said target sequence of said second amplification oligonucleotide is selected fi:om the 
group consisting of SEQ ID NO:45, SEQ ID N0:51, SEQ ID NO:57 and SEQ ID NO:63, 

44. Canceled 

45 . (Previously Presented) The set of amplification oligonucleotides of claim 4 1 , 
wherein said target sequence of said second amplification oligonucleotide is selected from the group 
consisting of SEQ ID NO;46, SEQ ID NO:52, SEQ ID NO:58 and SEQ ID NO:64. 

Claims 46-49 (Canceled) 

50. (Previously Presented) A method for detennining the presence of 
Cryptosporidium organisms in a test sample, said method comprising the steps of: 
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contacting said test sample with said probe of claim 1 under stringent conditions; and 
determining whether a probe:target hybrid has formed as an indication of the presence 
of Cryptosporidium organisms in said test sample. 

51. (Previously Presented) A method for determining the presence of 
Cryptosporidium organisms in a test sample, said method comprising the steps of: 

contacting said test sample with said probe of claim 16 under stringent conditions; 

and 

determining whether a probe^arget hybrid has formed as an indication of the presence 
of Cryptosporidium organisms in said test sample, 

52, Canceled 

53. (Previously Presented) A method for determining the presence of 
Cryptosporidium organisms in a test sample, said method comprising the steps of: 

contacting said test sample with said probe of claim 1 8 under stringent conditions; 

and 

determining whether a probe:target hybrid has formed as an indication of the presence 
of Cryptosporidium organisms in said test sample. 

54, (Previously Presented) A method for amplifying Cryptosporidium nucleic 
acid that may be present in a test sample, said method comprising the steps of: 

contacting said test sample with said amplification oligonucleotide of claim 23 under 

amplification conditions; and 

amplifying a target sequence present in target nucleic acid derived from 
Cryptosporidium organisms that may be present in said test sample. 
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Claims 55-60 (Canceled) 

6L (Cun^ntly Amended) The method of claim 54 further comprising tli e step o f 
providing to said test sample a hybridization assay genus-specific probe for use in determining 
whether said target sequence was amplified in said amplifying step. 

62. (Currently Amended) The method of claim 61 , wherein said probe comprises 
a target binding region fiwm at least 18 tcr5^ bases in length that fully hybridizes to said target 
sequence or the complement thereof under stringent conditions to form a probe:target hybrid stable 
for detection, said target sequence or the complement thereof being selected from the group 
consisting of SEQ ID NO:l, SEQ ID N0:2, SEQ ID N0:3 and SEQ ID N0:4, wherein said probe 
does not comprise a base region in addition to said target binding region that is capable of stably 
binding to nxicleic acid derived from Cryptosporidium organisms under said conditions, and wherein 
said probe does not hybridize to nucleic acid derived from a nonrCTyptosporidium organism in said 
test sample to fomi a probernon-target hybrid stable for detection under said conditions. 

Claims 63-72 (Canceled) 

73- (Previously Presented) A method for amplifying Cryptosporiditm nucleic 
acid that may be present in a test sample, said method comprising the steps of: 

contacting said test sample with said amphfication oligonucleotide of claim 40 under 
amplification conditions; and 

amplifying a target sequence present in target nucleic acid derived from 
Cryptosporidium organisms that may be present in said test sample. 

74. (Currently /tended) A kit comprising, in packaged combination, first and 
second oligonucleotides for use in determining the presence of Cryptosporidium organisms in a test 
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sample, each of said oligonucleotides comprising a target binding region at l^^^t 1 8 bases \n length 
That fully whi di hybridizes to a target sequence present in target nucleic acid derived from 
Cryptosporidium organisms under hybridization conditions, &aiJ tajgct biiiduig region uf J^did fu ' i^t 
o ^igonucIcoiIJc Ixijig Hum 10 Lu 35 bases in kngdi and 5aid lAigct bmding legiuu of s aid second 
rt fg o nucleolidc being fium 18 to 40 basts in luigdi, wherein said target sequence of said first 
oligonucleotide is selected fi-om the group consisting of SEQ K) NO: 1 , SEQ ID NO:2, SEQ ID N0:3 
and SEQ ID NO:4, wherein said target sequence of said second oligonucleotide is selected from the 
group consisting of SEQ ID NO:48, SEQ ID NO:54, SEQ ID NO:60 and SEQ ID NO:66, wherein 
neifterof said Hist and second oligonucleotides c o mprise s do not comprise a base region in addition 
to said target binding region that is capable of stably binding to said target nucleic acid under said 
conditions, and wherein said second oligonucleotide optionally includes a 5' sequence that is 
recognized by an RNA polymerase or that enhances initiation or elongation by an RNA polymerase. 

Claims 75-82 (Canceled) 

83. (Currently Amended) The kit of claim 74 further comprising a third 
oligonucleotide, said third oligonucleotide comprising a target binding region from at least 1 8 tcr40 
bases in length which that ftilly hybridizes to a target sequence present in target nucleic acid derived 
from Cryptosporidium organisms under hybridization conditions, said target sequence being selected 
from the group consisting of SEQ ID NO:45, SEQ ID N0:51, SEQ ED NO:57 and SEQ ID NO:63, 
wherein said third oligonucleotide does not comprise a base region in addition to said target binding 
region that is capable of stably binding to said target nucleic acid under said conditions, and wdierein 
said third oligonucleotide optionally includes a 5' sequence that is recognized by an RNA polymerase 
or that enhances initiation or elongation by an RNA polymerase. 

84. Canceled 
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85. (Currently Amended) The kit of claim 74 further comprising a third 
oligonucleotide, said third oligonucleotide comprising a target binding region ftom atkayt 18 ton*© 
bases in length which ihatMlx hybridizes to a target sequence present in target nucleic acid derived 
from Cryptosporidium organisms under hybridization conditions, said target sequence being selected 
from the group consisting of SEQ ID NO:46, SEQ ID NO:52, SEQ ID NO:58 and SEQ ID NO:64, 
wherein said third oUgonucleotide does not comprise a base region in addition to said target binding 
region that is capable of stably binding to said target nucleic acid under said conditions, and wherein 
said tilxiid oligonucleotide optionally includes a 5* sequence that is recognized by an RNA polymerase 
or that enhances initiation or elongation by an RNA polymerase. 

Claims 86 and 87 (Canceled) 

88. (Cunently Amended) A kit comprising, in packaged combination, first and 
second oligonucleotides for use in determining the presence of Cryptosporidium organisms in a test 
sample, each of said oligonucleotides comprising a target bindir^ region fitjm J 8 tor^ bases 

in length that fidly hybridizes to a target sequence present in target nucleic acid derived from 
Cryptosporidium organisms under stringent conditions, wherein said target sequence of said first 
oligonucleotide is selected from the group consisting of SEQ ID NO: 1 , SEQ ID NO:2, SEQ ID N0:3 
and SEQ ID N0:4, wherein said target sequence of said second oligonucleotide is selected from the 
group consisting of SEQ ID N0:21. SEQ ID NO:23, SEQ ID NO:25 and SEQ ID NO:27, wherein 
ncithcrof said Cisl and iccond oligonucleotides comp), - ises dn not comprise a base region in addition 
to said target bindmg region that is capable of stably binding to said target nucleic acid under said 
conditions, and wherein said first oligonucleotide does not hybridize to nucleic acid d^ved torn 
a noa-Cryptosporidium organism in said test sample to form a probe:non-target hybrid stable for 
detection tinder said conditions. 

Claims 89-96 (Canceled) 
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97. (Currently Amended) A probe mix comprising said probe of claim 1 8 and a 
first helper oligonucleotide, wherein the base sequence of said first helper oligonucleotide is fuHy 
perfectly complementaiy to the base sequence of a target sequence selected from the group 
consisting of SEQ ID N0:21 , SEQ ID NO:23, SEQ ID NO:25 and SEQ ID NO:27. 

98. (Cuirently Amended) The probe mix of claim 97 fiirther comprising a second 
helper oligonucleotide, wherein the base sequence of said second helper oligonucleotide is ftxHy 
perfectly complementary to the base sequence of a target sequence selected fi:om the group 
consisting of SEQ tt) NO:22, SEQ ID NO:24, SEQ ID NO:26 and SEQ ID NO:28. 

Claims 99-105 (Canceled) 

106. (Currently Amended) A set of amplification oligonucleotides for tise in 
amplifying a nucleic acid sequence present in target nucleic acid derived from Cryptosporidium 
organisims, said set of amplification oligonucleotides including first and second amplification 
oligonucleotides, wheieint said first amplification oligonucleotide is said amplification 
oligonucleotide of claim 40»r3nd wherein said second amplification oligonucleotide comprises a 
target binding region, wherein the base sequence of said target binding region is foHy perfectly 
complementary to the base sequence of a target sequence selected from the group consisting of SEQ 
ID NO:45, SEQ ID NO:46, SEQ ID N0:5l, SEQ ID NO:52, SEQ ID NO:57, SEQ ID NO:58, SEQ 
ID NO:63 and SEQ ID NO:64, wherein said target binding region of said second amplification 
oligonucleotide hybridizes to said target sequence under amplification conditions, wherein said 
second amplification oligonucleotide does not comprise a base region in addition to said target 
bindmg region that is capable of stably binding to said target nucleic acid under said conditions, and 
wherein said second amplification oligonucleotide optionally includes a 5* sequence that is 
recognized by an RNA polymerase or that enhances initiation or elongation by an RNA polymerase. 
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1 07. (Previously Presented) The of amplification oligonucleotides of claim 1 06, 
wherein said target sequence of said second amplification oligonucleotide is selected fiDin the group 
consisting of SEQ ID NO:45, SEQ ID NOtSl, SEQ ID NO:57 and SEQ ID NO:63. 

1 08. (Previously Presented) The set of amplification oligonucleotides of claim 1 06, 
wherein said target sequence of said second amplification oligonucleotide is selected from the group 
consisting of SEQ ID NO:46. SEQ ID NO:523 SEQ ID NO:58 and SEQ ID NO:64. 

109. Canceled 

1 1 0- (Currently Amended) The method of claim 54 fiirther comprising a second 
amplification ohgonucleotide, said second amplification oligonucleotide comprising a target binding 
region irtwit at least 18 ta4e bases in length that fully hybridizes to a target sequence selected from 
the group consisting of SEQ ID NO:45, SEQ ID N0;51, SEQ ID NO:57 and SEQ ID NO:63 under 
said conditions, wherem said second amplification oligonucleotide does not comprise a base region 
in addition to said target binding region that is capable of stably binding to said target nucleic acid 
under said conditions, and wherein said second amplification oligonucleotide optionally includes a 
5' sequence that is recognized by an RNA polymerase or that enhances initiation or elongation by 
an RNA polymerase. 

Ill, (Currently Amended) The method of claim 1 1 0 fiirther comprising the step 
of determining the presence of araplicon in said test sample with a L^biidii La uuua^^Ay genus-spggfic 
probe, wherein said probe comprises a target binding region frtm aUsast 1 8 to-55 bases in length 
that fiilly hybridizes to a target sequence present in said amplicon under stringent conditions to form 
a probe:target hybrid stable for detection, said target sequence being selected from the group 
consisting of SEQ IDNOtl, SEQ ID NO:2, SEQ IDN0:3 and SEQ IDN0:4, wherein said probe 
does not comprise a base region in addition to said target binding region that is capable of stably 
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binding to said amplicon under said conditions, and wherein said probe does not hybridize to nucleic 
acid derived from a non-Cryptosporidium organism in said test sample to form a probe :non-target 
hybrid stable for detection under said conditions, 

1 12. (Currently Amended) The method of claim 54 further comprising a second 
amplification oligonucleotide, said second amplification oligonucleotide comprising a target binding 
region from at least 1 8 ta4e bases in length that Mx hybridizes to a target sequence selected from 
the group consisting of SEQ ID NO:46, SEQ IDNO:52, SEQ ID NO:58 and SEQ ID NO:64 under 
said conditions, wherein said second amplification oligonucleotide does not comprise a base region 
in addition to said target binding region that is capable of stably binding to said target nucleic acid 
under said conditions, and wherein said second amplification oligonucleotide optionally includes a 
5' sequence that is recognized by an RNA polymerase or that enhances initiation or elongation by 
an RNA polymerase. 

113. (Currently Amended) The method of claim 1 1 2 jfiiither comprismg the step 
of determining the presence of amplicon in said test sample with a h^bildizAtion assay g enus-specj;6 £ 
probe, wherein said probe comprises a target binding region irom aUfiSSl 1 8 to^ bases in length 
that fully hybridizes to a target sequence present in said amplicon under stringent conditions to form 
a probe:target hybrid stable for detection, said target sequence being selected from the group 
consisting of SEQ ID NO:l , SEQ ID N0:2, SEQ ID N0:3 and SEQ ID NO:4, wherein said probe 
does not comprise a base region in addition to said target binding region that is capable of stably 
binding to said amplicon under said conditions, and wherein said probe does not hybridize to nucleic 
acid derived from a non-Cryptosporidium organism in said test sample to form a probe:non-target 
hybrid stable for detection under said conditions. 

Claims 114^129 (Canceled) 
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130. (Currently Amended) The method of claim 73 further comprising the step of 
detemiining the presence of amplicon in said test sample with aii uligonuclcodde a gen\i,vspecific 
probe, wherein the base sequence of said probe is ftdly perfectly complementary to the base sequence 
of a target sequence present in said amplicon, said target sequence being selected from the group 
consisting of SEQ ID NO: 1 , SEQ ID N0:2, SEQ ID NO:3 and SEQ ID N0:4. 

1 3 L (Currently Amended) The method of claim 73 further comprising a second 
amplification oligonucleotide comprising a target binding region, wherein the base sequence of said 
target binding region is ftdiy perfectly complementary to the base sequence of a target sequence 
present in target nucleic acid derived from Cryptosporidium organisms, said target sequence being 
selected from the group consisting of SEQ ED NO:45, SEQ ID N0:51, SEQ ID NO:57 and SEQ ID 
NO:63, wherein said target binding region hybridizes to said target sequence under said conditions, 
wherein said second amplification oligonucleotide does not comprise a base region in addition to 
said target binding region that is capable of stably binding to said target nucleic acid under said 
conditions, and wherein said second amplification oligonucleotide optionally includes a 5' sequence 
that is recognized by an KNA polymerase or that enhances initiation or elongation by an RNA 
polymerase. 

132, (Currently Amended) The method of claim 1 3 1 further comprising the step 
of determining the presence of amplicon in said test sample with an uligonuclcolidc jet genus-specj;6£ 
probe, wherein the base seqxience of said probe is ftdly perfectly complementary to the base sequence 
of a target sequence present in $aid amplicon, said target sequence being selected from the group 
consisting of SEQ ID NO:l, SEQ ID N0:2, SEQ IDN0:3 and SEQ ID N0:4- 

133. (Currently Amended) The method of claim 73 further comprising a second 
amplificarion oligonucleotide comprising a target binding region, wherein the base sequence of said 
target binding region is fxiHy perfectly complementary to the base sequence of a target sequence 
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present in target nucleic acid derived from Cryptosporidium organisms, said target sequence being 
selected from the groiq> consisting of SEQ ID NO:46, SEQ ID NO:52, SEQ ID NO:58 and SEQ ID 
NO:64. wherein said target binding region hybridizes to said target sequence under said conditions, 
wherein said second amplification oligonucleotide does not comprise a base region in addition to 
said target binding region that is capable of stably binding to said target nucleic acid under said 
conditions, and wherein said second amplification oligonucleotide optionally includes a 5" sequence 
that is recognized by an KNA polymerase or that enhances initiation or elongation by an RNA 
polymerase. 

1 34. (Cvirrently Amended) The method of claim 133 further comprising the step 
of determining the presence of amplicon in said test sample with an ullfeuimck o tidc a gen\>s-gpecific 
probe, wherein tiie base sequence of said probe is ftitty perfectly complementary to the base sequence 
of a target sequence present in said amplicon, said target sequence being selected from the group 
consisting of SEQ ID NO: 1 , SEQ ID N0:2, SEQ ID N0:3 and SEQ ID N0:4. 

135. Canceled 

1 36. (CurrenUy Amended) The kit of claim 74, wherein the base sequence of said 
target binding region of each said oligonucleotide is ftdly perfectly complementary to the base 
sequence of said target sequence of said oligonucleotide. 

137. Canceled 

138. (Currently Amended) The kit of claim 74, wherein the base sequence of each 
said oligonucleotide is ftiHy perfectly complementary to the base sequence of said target sequence 
of said oligonucleotide. 

Page 16 of 25 



PA(X 24/33 ' RCVD AT 1M004 $:3S:S0 PM [Eastern Standard Time] * 8VR:USPT0€FM^^ 



OEC-06-2004 *02:36PM- FROM-Gen-Proba Incorporated - Patent Dept. 



•^1 858 410 8928 



T-405 P. 025/033 F-222 



j^pLY Serial No. 09/954,695 

Atty. Docket No. GPl 16"02,UT 

139. Canceled 

140. (Currently Amended) The kit of claim 83, vsrtierein the base sequence of said 
target binding region of each said oligonucleotide is fttHy perfeiq idy complementary to the base 
sequence of said target sequence of said oligonucleotide. 

141. Canceled 

142. (Currently Amended) The kit of claim 83, wherein the base sequence of each 
said oligoniacleotide is fttHy perfectly complementary to the base sequence of said target sequence 
of said oligonucleotide. 

143. Canceled 

144. (Currently Amended) The kit of claim 85, wherein the base sequence of said 
target binding region of each said oligonucleotide is fuHy perfectly complementary to the base 
sequence of said target sequence of said oligonucleotide. 

145. Canceled 

146. (Currently Amended) The kit of claim 85, wherein the base sequence of each 
said oligonucleotide is ftiHy perfectly complementary to the base sequence of said target sequence 
of said oligonucleotide. 

147. Canceled 
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148. (Cuirently Amended) The kit of claim 88, wherein the base sequence of said 
target binding region of each said oligonucleotide is ftrifty peTfectlv complementary to the base 
sequence of said target sequence of said oligonucleotide, 

149. Canceled 

1 50. (Currendy Amended) The kit of claim 88, wherein the base sequence of each 
said oligonucleotide is faBy perfectly complementary to the base sequence of said target sequence 
of said oligonucleotide, 

151. (Currently Amended) The kit of claim 88 further comprising a third 
oligonucleotide fitnsi at least 1 8 to 35 bases in length that fully hybridizes to a target sequence 
present in target nucleic acid derived from Cryptosporidium organisms under said conditions, said 
target sequence being is selected from the group consisting of SEQ ID NO:22, SEQ ID N0:24, SEQ 
ID NO:26 and SEQ ID NO:28 . wherein said third oligonucleotide does not com prise a base region 
in addition to said target binding region that is cap able of stablv binding to said target nucleic acid 
under said conditions , 

152. Canceled 

153. (Currently Amended) The kit of claim 151, whereinthe base sequence of said 
target binding region of each said oligonucleotide is ftdiy perfectly complementary to the base 
sequence of said target sequence of said oligonucleotide. 

154. Canceled 
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155. (Currently Amended) The kit of claim 151, wherein the base sequence of each 
said oligonucleotide is feHy perfectly complenaentary to the base sequence of said target sequence 
of said oligonucleotide. 
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